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<210> 2 
<211> 208 



<212> PRT 

<213> Homo sapiens 
<220> 

<223> AWP1 (Zub 2) 
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<210> 3 
<211> 642 
<212> DNA 

<213> Homo sapiens 
<220> 

<223> ZNF216 
<400> 3 

atggctcagg agactaacca gaccocgggg cccatgctgt gtagcacagg 50 
atgtggcttt tatggaaato ctaggacaaa tggaatgtgt tcagtttgct 100 
acaaagaaca tcttcagagg cagcaaaata gtggcagaat gagcccaatg 150 
gggacagcta gtggttccaa cagtcctacc toagattctg catctgtaca 200 
gagagcagac actagcttaa aoaactgtga aggtgotgct ggcagcacat 250 
ctgaaaaatc aagaaatgtg cctgtggctg ccttgcctgt aactcagcaa 300 
atgacagaaa tgagcatttc aagagaggac aaaataacta ccccgaaaac 350 



agaggtgtca gagccagttg tcactcagcc cagtccatca glittctcagc 400 

ccagtacttc tcagagtgaa gaaaaagctc ctgaattgcc caaaccaaag 450 

aaaaacagat gtttcatgtg cagaaagaaa gttggtctta cagggtttga 500 

ctgccgatgt ggaaatttgt tttgtggact tcaccgttac tctgacaagc 550 

acaactgtcc gtatgattac aaagcagaag ctgcagcaaa aatcagaaaa 600 

gagaatccag ttgttgtggc tgaaaaaatt cagagaatat aa 642 

<210> 4 

<211> 627 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> AWPl 

<400> 4 

atggotcaag aaactaatca cagccaagtg cctatgcttt gttccactgg 50 
ctgtggattt tatggaaacc ctcgtacaaa tggcatgtgt tcagtatgot 100 
ataaagaaca tottcaaaga cagaatagta gtaatggtag aataagccca 150 
octgcaaoct ctgtcagtag totgtctgaa tctttaccag ttcaatgcac 200 
agatggcagt gtgccagaag cccagtcagc attagactct acatcttcat 250 
ctatgcagco cagccctgta tcaaatcagt cacttttato agaatctgta 300 
gcatcttotc aattggaoag tacatctgtg gacaaagcag tacctgaaac 350 
agaagatgtg caggcttcag tatcagacac agcacagcag ccatotgaag 400 
agcaaagcaa gtctcttgaa aaaccgaaac aaaaaaagaa tcgctgtttc 450 
atgtgcagga agaaagtggg acttactggg tttgaatgcc ggtgtggaaa 500 
tgtttactgt ggtgtacacc gttactcaga tgtaoacaat tgctcttaca 550 
attacaaagc cgatgctgct gagaaaatca gaaaagaaaa tccagtagtt 600 
gttggtgaaa agatccaaaa gatttga 627 

<210> 5 

<211> 70 

<212> RNA 

<213> Homo sapiens 

<220> 

<223> si RNA of AWPl 
<400> 5 

ggatcccatg gcatgtgttc agtatgttca agagacatac tgaacacatg 50 
ccattttttt ggaagtcgac 70 



